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0.05 substitutions/site

a
ML tree: Polyporaceae and the antrodia clade
each monophyletic (gCF 97.8 / 58.7);
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b
ASTRAL agrees on 66 of 70 branches;
all four disagreements are at gCF < 25
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SH-aLRT / UFBoot = 100/100 except † 4 nodes
73 genomes, 1,000 BUSCO loci, 2,237,193 bp


