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ML tree: Polyporales is monophyletic (gCF 47.3)
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b
ASTRAL recovers Polyporales too and agrees on 59 of 65 branches;
all six disagreements are at gCF < 39
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SH-aLRT / UFBoot = 100/100 except † 3 nodes
67 genomes, 1,000 BUSCO loci, 2,016,165 bp


