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0.1 substitutions/site

ML tree: ingroup concordant, outgroup nota

Lactifluus vellereus

Russula vesca

Multifurca ochricompacta

Lactarius blennius

Gloeopeniophorella convolvens

Artomyces pyxidatus

Auriscalpium microsporum

Scytinostroma

Varariaminispora

Peniophora incarnata

Amylostereum areolatum

Echinodontium tinctorium

Bondarzewia mesenterica

Heterobasidion occidentale

Stereum hirsutum

Albatrellus ellisii

Dentipellis

Laxitextum bicolor

Hericium erinaceus

Auricularia cornea

Fomitiporia mediterranea

Daedaleopsis sinensis

Thelephora terrestris

Boletus edulis

Agaricus bisporus burnettii var. 
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ASTRAL agrees within Russulalesb
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Stereaceae

Russulales
1,000 BUSCO genes from19 genomes
IQ-Tree3+Astral
Jerry Cooper, Nov. 2026


